Scalable strategies for a next-generation of FAIR bioimaging
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For over 20 years, the Open Microscopy Environment
(OME) has worked to provide infrastructure for the sharing
of bioimaging data. Tools, APIs, and specifications like
Bio-Formats!, OMERO?, and OME-TIFF3 have allowed
the community to grapple with much of the growing size,
heterogeneity, acquisition rates, and general complexity of
image data published in some 500 articles per day in the
life-sciences alone“. The rising significance of research
data management following, e.g., the Nelson memo?® in
the United States, and changes in storage paradigms like
cloud computing, however, have created new demands
within the bioimaging community.

In this presentation, the author as a representative of
national and international initiatives will present strategies
for scaling our cyberinfrastructure to meet the challenges
of a FAIR future. This includes chunked, cloud-native
formats® for sharing terabyte- and petabyte-size datasets
and mechanisms for working with microscopy vendors to
accurately capture all metadata related to a dataset in
community-defined representations?. Vital, though, will be
the ability of all stakeholders to evolve consensually the
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Fig. 1 FAIR re-use

FAIR sharing of data is beneficial for both data
producers and consumers. Consumers gain access to
interesting datasets that would otherwise be out of
reach. Producers get citations to their work, when
consumers publish their derivative work. OME-Zarr is a
technological basis for enabling effective FAIR sharing

of large image datasets.

infrastructure itself to scale to meet future needs.

“FAIR Re-use” by Henning Falk, ©2022 NumFOCUS,
is used under a CC BY 4.0 license.
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