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Endemism and species richness are highly relevant to the global
prioritization of conservation efforts in which oceanic islands have
remained relatively neglected. When compared to mainland areas,
oceanic islands in general are known for their high percentage of
endemic species but only moderate levels of species richness,
prompting the question of their relative conservation value. Here
we quantify geographic patterns of endemism-scaled richness
(‘‘endemism richness’’) of vascular plants across 90 terrestrial
biogeographic regions, including islands, worldwide and evaluate
their congruence with terrestrial vertebrates. Endemism richness
of plants and vertebrates is strongly related, and values on islands
exceed those of mainland regions by a factor of 9.5 and 8.1 for
plants and vertebrates, respectively. Comparisons of different
measures of past and future human impact and land cover change
further reveal marked differences between mainland and island
regions. While island and mainland regions suffered equally from
past habitat loss, we find the human impact index, a measure of
current threat, to be significantly higher on islands. Projected
land-cover changes for the year 2100 indicate that land-use-driven
changes on islands might strongly increase in the future. Given
their conservation risks, smaller land areas, and high levels of
endemism richness, islands may offer particularly high returns for
species conservation efforts and therefore warrant a high priority
in global biodiversity conservation in this century.

biodiversity � conservation � human impact � terrestrial vertebrates �
vascular plants

Worldwide loss of biodiversity requires global conservation
priority setting to channel limited international conservation

resources to regions of highest conservation value and need for
action (1–5). Approaches for using biological data as a component
of priority setting vary but can largely be divided into (i) algorithm-
based assessments such as minimum-area sets or gap analyses (2,
6–8) and (ii) index-based assessments using indices such as ende-
mism or species richness as surrogates for the conservation value of
a region (1, 4, 9). While many theoretical arguments underpin the
strengths of algorithm-based assessments (2, 8, 10, 11), they require
detailed distribution data that are only available for few taxonomic
groups—almost exclusively terrestrial vertebrates (6, 9, 12–15), on
which systematic conservation planning has thus relied increasingly
in the past years. Such detailed data are not available for the vast
majority of taxonomic groups on the global scale including vascular
plants. Although great effort is being made in digitizing existing
data from natural history collections for conservation purposes (16,
17), biodiversity loss is arguably proceeding more rapidly than the
documentation of species distributions. Hence, an inventory-based
approach, which forms a main basis for the present study, is a
workable solution if global conservation planning is to be informed
by vascular plants (18), a group of organisms which is of outstanding
ecological and economical importance for human well-being (19).

Islands are well-known centers of range-restricted species and
thus see high levels of endemism (20). However, they are simulta-
neously acknowledged for their lower species richness compared to

mainland areas (20). Hence, an index combining both endemism
and species richness (‘‘endemism richness’’) can provide insight into
the question of relative conservation value of islands and mainlands.
Such an index has been calculated in a number of regional-to-
continental-scale studies (21–25), which, however, have not focused
on the differences between mainlands and islands. The basic
concept of calculating endemism richness is to give each species the
same value that is equally distributed across its range (21). For
instance, when 100% of a species’ range, i.e., 1 range equivalent,
falls into a mapping unit (such as a grid cell or, as in the present
study, a biogeographic region), its entire value is attributed to this
area. When half of the species’ distribution area falls into a mapping
unit, only 50% of its value, or 0.5 range equivalents, are attributed
to the mapping unit and so on. Summing up the fractions of range
equivalents for all species within each mapping unit would then
reflect both endemism and species richness (21, 26). In contrast to
species richness, values of endemism richness on average show a
linear relation with area at a given sampling scale and can thus be
corrected for area disparity by linear conversion (21). Furthermore,
unlike species richness or species endemism, the combined metric
of endemism richness shows another useful property: The sum of
all range equivalents of all mapping units yields the total number of
species in the analysis—in our case, the global number of species
in the studied taxa. Consequently, endemism richness can be
interpreted as the specific contribution of an area to global
biodiversity (21).

Here we calculated endemism richness of vascular plants for 90
biogeographic regions covering the entire terrestrial realm (except
for Antarctica where the value is negligible). We compared our
plant-based results to the spatial pattern of endemism richness of
terrestrial vertebrates (amphibians, reptiles, birds, mammals) to
quantify, for the first time, how well vascular plants capture the
diversity of this charismatic group (and vice versa) and how
taxon-specific differences might affect prioritization rankings. In
this study, we specifically focused on comparing biodiversity of
mainlands and islands because of the as yet undecided question of
their relative conservation importance. Furthermore, islands are
centers of past and imminent species extinction (27, 28), stressing
even more the need for information on both biodiversity and
specific threats in this part of the world.

Results and Discussion
Summing up the range equivalents of vascular plants for all 90
regions yields a total of 315,903. Given that the sum of range
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equivalents in the entire study area should be equal to the total
number of species and assuming the data underlying our study
accurately capture regional species numbers and degree of ende-
mism, this suggests that recent estimates of global vascular plant
richness ranging up to 422,000 species (29–31) may be too high. We
found endemism richness of vascular plants to be geographically
highly unevenly distributed (Fig. 1A) and it varied by 3 orders of
magnitude (see Table S1). From a global perspective, the island of
New Caledonia had by far the highest value with 1,350 range
equivalents per 10,000 km2—a similar result has emerged from a
coarse-scaled, grid-based study at the family level (32). Values were
also high for other island regions, such as Polynesia–Micronesia, the
Eastern Pacific, and the Atlantic Islands. Although accounting for
only 3.6% of the terrestrial surface of the world, 26.1% of all range
equivalents of plants are allotted to the 14 island regions. When
standardized at 10,000 km2, we found endemism richness to be 9.5
times higher on islands than in mainland regions (172.3 and 18.2
range equivalents per 10,000 km2, respectively).

The island regions spanned a smaller latitudinal extent and were
closer to the equator, possibly distorting the overall picture as
species richness increases and average range size decreases toward
the equator. We therefore repeated the calculation, restricting the
mainland regions to the same latitudinal extent by excluding the 5
northernmost regions. As to be expected, this led to an increase in
endemism richness on mainlands, but mainland regions still showed
much lower average endemism richness (23.8 range equivalents per
10,000 km2).

Half of the top 20 regions in terms of endemism richness per
standard area were island regions (Fig. 1A, Fig. S1). In fact, all but
one (Japan) ranked among the top third of the 90 regions and all
island regions had above average ranks (F1,88 � 31.5, P � 0.001; Fig.
1A). The top 30 regions contained 51.6% of the total range
equivalents of vascular plants on only 7.4% of the Earth’s terrestrial
surface (Fig. 3A). Qualitatively similar spatial patterns of endemism
richness across the 90 regions were also found for terrestrial
vertebrates (Fig. 1 B–F). Island regions had significantly higher
endemism richness of vertebrates (8.1 times higher than for main-
land regions) and islands contained 23.2% of the range equivalents
of this group (Table S2). To test whether the plant-based delinea-
tion of biogeographic regions or the relatively coarse resolution of
our mapping scheme had an effect on these findings, we divided up
the 867 ecoregions (33) into mainlands and islands and compared
their endemism richness. Endemism richness of island ecoregions
for all 4 individual vertebrate classes and terrestrial vertebrates
combined was significantly higher than for mainland regions (Fig.
S2), which demonstrated that these results were robust toward the
geographic delineation and across spatial scales.

Endemism richness of plants showed a relatively strong correla-
tion with the entire group of vertebrates (rs � 0.83), indicating a
generally strong congruence of global patterns of endemism rich-
ness. The overall trend was similar, but stronger than recently found
for patterns of richness (34). However, the degree of correlation
within the 4 classes differed markedly (individual vertebrate classes:
rs � 0.73�0.82; Fig. 2 and Fig. S3). Furthermore, there were also
striking exceptions, especially in the case of amphibians. The 4
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Fig. 1. Global patterns of endemism richness (ER; range equivalents per 10,000 km2) for (A) vascular plants, (B) terrestrial vertebrates, (C) amphibians, (D)
reptiles, (E) birds, and (F) mammals across 90 biogeographic regions. Map legends were classified using quantiles, i.e., each color class contains a comparable
number of regions. Box-and-whisker plots illustrate rank-based differences in endemism richness between mainland (n � 76; white boxes) and island regions
(n � 14; gray boxes). Boxes mark second and third quartiles; whiskers mark the range of the data.
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vertebrate classes also performed differently in the degree of their
range equivalents being captured by a ranking of areas on the basis
of plant endemism richness per standard area. Among all vertebrate
classes, amphibians were best represented by the plant-based rank-
ing. On the other hand, relatively fewer mammalian range equiv-
alents were covered (Fig. 3B). For instance, 48.5% of all amphibian
but only 31.9% of all mammalian range equivalents were covered
by the top 30 regions in terms of plant endemism richness. Together,
the results highlight a strong role of taxon-specific characteristics
[e.g., the relatively poor ability of amphibians to cross saltwater
barriers (35)] on patterns of cross-taxon congruence limiting the use
of surrogate taxa in conservation.

Our results clearly identified islands as global centers of ende-
mism richness, a pattern that was consistent across plants and
vertebrates (although least pronounced for amphibians) (Figs. 1, 2,
and Fig. S3). The very high values of endemism richness on islands
are especially noteworthy because species richness on islands is
generally lower than on mainland sites with comparable climate (20,
36). Island floras and faunas are usually recognized to maintain a
high degree of endemism because of their geographic isolation and
the limited interchange with neighboring mainland or island biota.
Moreover, volcanic archipelagos like the Canary Islands or Hawaii
are good examples of relatively recent and rapid adaptive radiations
that have resulted in many neoendemic taxa (20, 37, 38). On the
other hand, some ancient continental fragments like New Cale-
donia, Madagascar, the Seychelles, or New Zealand harbor very
distinct paleoendemic lineages (20). Similarly, also some oceanic
islands and archipelagos also have a high proportion of relict island
species and clades that show a remarkable resistance toward
massive historical climatic changes that have caused their mainland
relatives to become extinct (39). An intrinsic feature of islands may
indeed be that they are climatically buffered by the thermally
relatively unresponsive ocean masses (39). Both mechanisms, per-
sistence of old lineages and adaptive diversifications, contribute to
the high levels of insular endemism richness, but their relative
importance remains to be quantified. At the same time, paleoen-
demic island lineages might deserve particular conservation atten-
tion, as these species are taxonomically isolated and represent a

larger amount of unique evolutionary history than closely related
neoendemic lineages (40).

Among mainland areas, regions with Mediterranean-type cli-
mate emerge as global centers of plant endemism richness (Fig.
1A). The South African Cape region, a prime example of excep-
tionally high extratropical plant richness and endemism (41–45),
ranked second among all 90 biogeographic regions (Fig. S1).
Interestingly, the high degree of endemism and the contribution of
only a limited number of ‘‘Cape floral clades’’ to the astonishing
richness of the region have been attributed to island-like biogeo-
graphic and evolutionary processes (42). The large peninsula of the
Cape is surrounded by oceans on 3 sides and by desert regions to
the north and it is thus geographically very isolated (42). A similar
interplay between a unique climatic setting, geographic isolation,
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the y axis indicate the proportion of all range equivalents covered.
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and high rates of in situ speciation might possibly explain the high
endemism richness of plants in other ‘‘island-like’’ continental areas
such as, e.g., the SW Australian floristic province or the Queensland
tropical rainforests. Regions with wet tropical climate and complex
topography emerged as mainland centers of plant endemism rich-
ness and shared centers across taxa. For instance, the northern
Andes ranked ninth in terms of endemism richness of plants and
seventh for terrestrial vertebrates, respectively (Fig. S1, Tables S1
and S3). This region has been previously shown to be a congruency
center of different aspects of diversity such as species richness,
threat, and endemism for vertebrates (15). Our results confirm this
globally exceptional regional concentration of biodiversity from a
plant perspective. The high values of tropical montane areas might
be partly because of steep elevational and climatic gradients re-
sulting in high species turnover (41, 46, 47). These regions are also
regarded as both museums and cradles of biodiversity, where old
taxa have survived, among others, because of relatively stable
climates or the mitigation of climate change impacts by altitudinal
range shifts. Additionally, new taxa are being rapidly generated
because of new ecological opportunities caused by recent uplifts. In
combination with limited gene flow and effective dispersal barriers,
this has led to considerable radiations in many clades resulting in
high numbers of range-restricted species (48–50).

The high values of endemism richness on islands emphasize their
outstanding importance for global conservation of genetic re-
sources. But their limited area (Fig. 4A) may make them especially
vulnerable to anthropogenic impacts. We thus quantified the spatial
relationship between endemism richness and various measures of
past and projected future human impact. A significant relationship
existed between plant endemism richness and past habitat loss
(rs � 0.24, P � 0.02, Fig. S4), but no significant difference was found
between island and mainland (F1,88 � 1.3; P � 0.26; Fig. 4B).
While this indicates that island and mainland regions were sim-
ilarly affected by habitat loss in the past, there are pronounced
differences in the level of current threat and projected land cover

change. The ‘‘human impact index,’’ an index quantifying the
worldwide presence of humans per 1 km2 grid cell (51), was
significantly higher for islands (15.7) than for mainlands (9.8)
(F1,88 � 7.7; P � 0.01; Fig. 4C). ‘‘Human impact’’ showed a strong
positive correlation with endemism richness (rs � 0.45, P � 0.001).
When we examined projected future land cover changes driven by
either direct human activity (agriculture, deforestation, urbaniza-
tion) or climate change as predicted for the year 2100 by the
Millennium Ecosystem Assessment (52), an apparent dichotomy
surfaced between island and mainland regions. Whereas future
habitat loss driven by land-use change is projected to accelerate for
island regions (F1,88 � 2.8; P � 0.097; Fig. 4D), mainland regions
are predicted to lose more of their original land cover because of
climate change (F1,88 � 3.0; P � 0.088; Fig. 4E). Although the 2
latter observations are not statistically significant, they suggest
differences which might be explained by 2 island-specific charac-
teristics. First, their oceanic setting might buffer islands from more
severe impacts caused by climate change except for sea-level rise.
Second, their small area and already high degree of infrastructure
(compare high human impact index for islands, Fig. 4C) make
islands more vulnerable to habitat destruction as access to remote
parts with remaining primary vegetation is comparatively easy. The
discrepancy between past and potential future threats of biodiver-
sity may have strong implications for conservation and represents
one of the most pressing questions for conservation planners (53).
Importantly, the greater risk of islands toward habitat loss and their
considerably higher levels of endemism richness is currently not
reflected in the protected area network where islands (8.3% of area
protected) are less protected than mainlands (10.6%) (Fig. 4F). On
the basis of these findings, we suggest that conservation of island
biodiversity requires the expansion of existing protected area
networks to counteract the threats that island diversity faces as a
result of the extraordinarily high levels of human impact. Further-
more, effective measures need to be taken to address threats that
cannot be mitigated by protected areas alone, including threats
arising from invasive species (54, 55). Island populations have been
shown to be particularly susceptible to biotic perturbations (56),
which are likely to increase with climate-change induced distribu-
tional shifts and increasing global trade. Such increased threats
from invasive species require thoughtful measures in addition to the
designation and effective management of protected areas.

There is high overlap between regions of highest endemism
richness and ‘‘biodiversity hotspots’’ (5). This is not surprising given
their two main criteria: � 1,500 endemic plant species and the loss
of �70% of its original vegetation because of human activities (1).
Among the 20 regions with highest endemism richness per standard
area, sixteen overlap with recognized hotspots (Fig. S1). When
supplementing endemism richness with the criterion of habitat loss,
a high overlap can also be noted (Fig. S4). However, the comparison
with vertebrate endemism richness sheds critical light on the value
of previously recognized plant hotspots for the conservation of
animal groups (Figs. 1, 2, and Fig. S3). This is best illustrated by New
Caledonia, which exhibited the world’s highest plant endemism
richness, but has no native extant amphibians. On the other hand,
regions like the South American Pacific coastal deserts, the Guinea-
Congolia/Sudania Regional Transition Zone, or the South Amer-
ican Chaco, are not outstanding in terms of plant endemism
richness, but show consistently much higher values for vertebrates.

By calculating endemism richness for all terrestrial regions, the
present study puts the hotspots into a global context and also
reaffirms the procedure of prioritizing hotspots by means of a linear
conversion of endemic species to a standard area (1). Of course, the
resulting figures do not reflect the number of endemics present on
the standard area (57, 58), but rather the minimum values of
endemism richness (21, 25). A further review of hotspots should
include much more detailed, taxon-based data, as performed for
Africa (59) or for the Indo-Pacific (60).
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A lot of data collecting and processing still needs to be accom-
plished to improve the accuracy of our knowledge on endemism
richness on the global scale, especially for vascular plants. Only for
43 regions (48%), data quality was rated good or very good while
being poor or very poor for 47 regions (Table S1). Overall, the data
quality for the purpose of this study was better for island than for
mainland regions: Ten of the 14 island regions (71%) had good or
very good data quality. Partly, this might be attributed to the fact
that islands are discrete spatial entities clearly defining the geo-
graphic extent of a study. In combination with their comparatively
low species numbers, this may make islands more attractive to
detailed floristic and faunistic inventorying and taxonomic work
than less clearly defined, large mainland regions. It remains a great
challenge that in most parts of the world, distribution data are only
available for parts of the flora (45). Even the data set on Australian
plant distributions, which is one of the best available continental
data sets, covering about half of all known Australian plant species,
has a pronounced geographic bias because of the absence of data
from the Western Australian Herbarium (22). However, our ap-
proach of combining such ‘‘taxon-based’’ data sets with inventory
data enabled us to partially address this problem by giving higher
weight to inventory data whenever biases were known to exist in the
taxon-based data and vice versa. Another potential source of error
in the data might arise from the tendency to describe taxa as
separate species on islands, artificially inflating endemism richness
on islands in comparison to the mainland. However, quantitative
studies testing this hypothesis are lacking and doubts remain as to
whether this effect is important enough to explain the large
differences in endemism richness between islands and mainlands.

Whenever priority setting and environmental impact assessments
use endemism richness as a basis (e.g., when data are lacking or not
of adequate quality for algorithm-based calculations), they should
not rely on this criterion alone. Maximal representation and con-
servation of the global species pool will additionally benefit from
taking into account further criteria such as biogeographic charac-
teristics (2). Our study gives equal existence value to each species.
However, for many purposes species’ importance may vary and be
affected by attributes such as their phylogenetic and functional
uniqueness (61, 62). Further, (nonglobal) local extinctions, which
our study does not quantify, may have serious repercussions for
ecosystem functions and services (63, 64). Attention should also be
paid to the influence of spatial scale: We here identified regions
with high values of endemism richness at a rather broad spatial
resolution, but it remains a future challenge to optimize conserva-
tion strategies by systematic assessments of conservation priorities
within these regions (17). Finally, in an era characterized by climate
change and the loss of important biological and socioeconomic
functions of ecosystems (65, 66), halting or even reversing these
developments should be an equally important target of a global
conservation strategy.

Materials and Methods
Delineation of Regions. Global patterns of endemism richness of vascular plants
(i.e., ferns, gymnosperms, and angiosperms) and of terrestrial tetrapod verte-
brates (amphibians, reptiles, birds, and mammals) were quantified across 90
biogeographic regions (14 island and 76 mainland regions). We divided the
terrestrial realm into 90 regions on the basis of 4 criteria. First, we separated
oceanic island areas from continental areas, but assigned islands with mainly
continental floras to continents (e.g., Mediterranean islands, British Isles). The
only caseofacontinentalareaassignedtoan islandregion isPeninsularMalaysia,
which was treated as a part of the Sundaland archipelago because this was
deemed appropriate according to most of our delineation criteria. The other 3
criteria were biogeography, availability of data and, wherever appropriate,
compatibility with boundaries of ecoregions (33) and biodiversity hotspots (5) for
the data presented here to be usable within these frameworks and to enable
direct comparisons with them. For a listing of the main biogeographical classifi-
cations used for the delineation of regions see Table S4. Islands were usually
combined, mainly on the basis of the system of Conservation International (5).
Furthermore, our aim was to avoid a delineation that results in island regions

which, although biogeographically distinct, are negligible in their level of total
endemism richness from a global perspective. To this end, we formed island
groups with at least 500 endemic species each by combining islands and archi-
pelagos in the Atlantic Ocean, Polynesia, Micronesia, and the Eastern Pacific
Ocean. To visualize biogeographical divisions within these island regions, they
were displayed on the map as dotted lines (Fig. 1). Geographic data are available
from authors on request.

Calculating Endemism Richness and Spatial Congruence of Cross-Taxon Patterns.
Endemism and species richness are widely used indicators of conservation value
(1, 4, 53) and an index combining both has been calculated and mapped at
regional-to-continental scales (21–24, 26) but not at the global scale. Because of
itspropertyof combiningendemismandspecies richness, it isherecalledan index
of endemism richness (21), whereas it has also been termed ‘‘range size rarity’’
(26) or ‘‘weighted endemism’’ (22, 23) in the literature. The standard method of
calculating endemism richness (‘‘taxon-based method’’) is based on distribution
data for single taxa within grid cells: For each grid cell, the inverse range sizes of
all species occurring in that grid cell are summed up (24). Because of a lack of
adequate distribution data, this method cannot be applied to vascular plant
species at the global scale across all continents and island areas. An alternative
calculation method (‘‘inventory-based method’’) is based on the number of
species and endemics and on the chorology, i.e., the affiliation of a species to a
broader biogeographic group such as ‘‘Holarctic element,’’ ‘‘Mediterranean en-
demic,’’ or ‘‘endemic to the Amazon basin’’ (21, 25). In our assessment of plant
endemism richness, we combined both approaches, for 2 reasons. First, for the
majority of regions data were only available to apply 1 of the 2 methods. Second,
data for both approaches can include a certain level of error (e.g., because of
weakly representative samples in range map databases), so counterchecking
both types of data helped to improve the reliability of our results.

(i) Taxon-based method (plants and vertebrates): For several regions, large
data sets with range maps of a large number of vascular plant species were
available. Endemism richness was calculated as the sum of inverse range sizes (24)
and then extrapolated to the total flora (e.g., by multiplying the resulting values
by20whenrangemapswereavailablefor5%oftheflora)andcorrectedforarea,
using a standard area of 10,000 km2 (21). Range size was measured as the number
of grid cells or ecoregions in which a species occurs. Grid-based data sets were
availablefor thefollowingregions:Africa (67),Neotropics (68),Bolivia (69);amap
with endemism richness values was available for Australia (22). Ecoregion-based
data were available for Indo-Malayan (60). Distribution data for 26,586 terrestrial
vertebrate species (4,792 amphibians, 7,506 reptiles, 9,585 birds, and 4,703 mam-
mals) were derived from Wildfinder (70) for all 867 terrestrial ecoregions (33).
Range size was measured as the total area of the ecoregions where a species was
recorded. To investigate whether the plant-based delineation of the 90 regions
or the rather coarse spatial resolution dictated by the limited data availability for
plants had an effect on our analyses, we compared ecoregion-based values of
vertebrate endemism richness separately (Fig. S2).

(ii) Inventory-based method (plants only): The flora of each region was divided
intochorologicalgroupsbasedonthemostdetailed literaturedataavailable.The
amount of range equivalents attributed to the region was calculated for each
group as the fraction of the region compared to the assumed total distribution
area of each chorological group multiplied by the number of species of the
chorologicalgroup.Theresultingvaluesforall chorologicalgroupsweresummed
up to yield the total number of range equivalents for the region. This total figure
was divided by the area size of the region in km2 and multiplied by 10,000 to yield
the number of range equivalents per 10,000 km2. See ref. 21 for details.

Spatial congruence of cross-taxon patterns of endemism richness was assessed
by pairwise comparisons of vascular plants and the 4 vertebrate classes using
Spearman’s rank correlation coefficient (Fig. 2, Fig. S3). Additionally, we investi-
gated the representativeness of plant-based rankings in capturing diversity pat-
terns of vertebrates (Fig. 3).

Assessing Past and Future Threat for Mainland and Island Regions. We assessed
past and future threats of island and mainland regions using different indices of
land cover loss, human presence, and protection status from digitally available
data sets. We used the Human Impact Index (HII) (51, 71), a composite measure of
8 global data layers referring to urban extent, population density, roads, navi-
gable rivers, and agricultural land (spatial resolution: 1 km2). HII varies between
0 and 64 and refers largely to the year 2000. We also looked at the Human
Footprint (51), which is the standardized version of HII by biome membership and
obtained qualitatively and quantitatively similar results. Past habitat loss was
assessedusingareclassifiedversionoftheGlobalLandCover2000dataset (72,73)
as the percentage of total land area classified as cultivated or managed, mosaics
includingcropland,andurbanareas.Asaproxy forprotectionstatus,weusedthe
percentage of land area falling in the International Union for Conservation of
Nature (IUCN) protected area categories I–VI (74). Future habitat loss was evalu-
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ated for the year 2100 using the projections of the Millennium Ecosystem Assess-
ment (52),whichwereaveragedacrossall4 socioeconomicscenarios.Thisdataset
allowed a comparison of climate change-driven and land use-driven (53, 75)
changes in land cover. Changes in land cover were classified as climate change-
driven or land use-driven (53, 75) and proportional changes were calculated
across the 90 regions. All data sets were processed in a geographic information
system (76). Data analysis was conducted using standard spreadsheet software
and the software package R (77).
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for stimulating discussions and anonymous reviewers for helpful, constructive,
and critical comments. This project has been funded by the Academy of Sciences
and Literature Mainz (“Biodiversity in Change” Program), the Wilhelm Lauer
Foundation, and the German Federal Ministry of Education and Research
(BIOLOG BIOTA Program). W. J. was supported by a National Science Foundation
Grant BCS-0648733. H.K. was supported by a Feodor-Lynen Fellowship from the
Alexander von Humboldt Foundation.

1. Myers N, Mittermeier RA, Mittermeier CG, da Fonseca GAB, Kent J (2000) Biodiversity
hotspots for conservation priorities. Nature 403:853–858.

2. Margules CR, Pressey RL (2000) Systematic conservation planning. Nature 405:243–253.
3. Olson DM, Dinerstein E (2002) The Global 200: Priority ecoregions for global conser-

vation. Ann Mo Bot Gard 89:199–224.
4. Brooks TM, et al. (2006) Global biodiversity conservation priorities. Science

313(5783):58–61.
5. Mittermeier RA, et al. (2004) Hotspots Revisited. Earth’s Biologically Richest and Most

Endangered Terrestrial Ecoregions (CEMEX, New Mexico).
6. Rodrigues ASL, et al. (2004) Effectiveness of the global protected area network in

representing species diversity. Nature 428:640–643.
7. Williams P, et al. (1996) A comparison of richness hotspots, rarity hotspots and com-

plementary areas for conserving diversity of British birds. Conserv Biol 10(1):155–174.
8. Pressey RL, Humphries CJ, Margules CR, Vane-Wright RI, Williams PH (1993) Beyond

opportunism: Key principles for systematic reserve selection. Trends Ecol Evol 8:124–128.
9. Grenyer R, et al. (2006) Global distribution and conservation of rare and threatened

vertebrates. Nature 444:93–96.
10. Whittaker RJ, et al. (2005) Conservation biogeography: Assessment and prospect.

Divers Distrib 11(1):3–23.
11. Possingham HP, Ball I, Andelman S (2000) Mathematical methods for identifying

representative reserve networks. Quantitative Methods for Conservation Biology, eds
Ferson S, Burgman MA (Springer, New York), pp 291–305.

12. Ceballos G, Ehrlich PR, Soberón J, Salazar I, Fay JP (2005) Global mammal conservation:
What must we manage? Science 309:603–607.

13. Lamoreux JF, et al. (2006) Global tests of biodiversity concordance and the importance
of endemism. Nature 440(7081):212–214.

14. Davies TJ, et al. (2008) Phylogenetic trees and the future of mammalian biodiversity.
Proc Natl Acad Sci USA 105:11556–11563.

15. Orme CDL, et al. (2005) Global hotspots of species richness are not congruent with
endemism or threat. Nature 436:1016–1019.

16. Graham CH, Ferrier S, Huettman F, Moritz C, Peterson AT (2004) New developments in
museum-based informatics and applications in biodiversity analysis. Trends Ecol Evol
19:497–503.

17. Kremen C, et al. (2008) Aligning conservation priorities across taxa in Madagascar with
high-resolution planning tools. Science 320(5873):222–226.

18. Secretariat of the Convention on Biological Diversity (2002) Global Strategy for Plant
Conservation (http://www.bgci.org.uk/files/7/0/global�strategy.pdf ) (Secretariat of
the Convention on Biological Diversity and Botanic Gardens Conservation Interna-
tional, Montreal, Quebec, Canada).

19. Cronk QCB (1988) Biodiversity. The Key Role of Plants (IUCN/WWF, Gland, Switzer-
land).

20. Whittaker RJ, Fernández-Palacios JM (2007) Island Biogeography (Oxford Univ Press,
Oxford, UK) 2nd Ed.

21. Kier G, Barthlott W (2001) Measuring and mapping endemism and species richness: A
new methodological approach and its application on the flora of Africa. Biodivers
Conserv 10:1513–1529.

22. Crisp MD, Laffan S, Linder HP, Monro A (2001) Endemism in the Australian flora.
J Biogeogr 28:183–198.

23. Linder HP (2001) Plant diversity and endemism in sub-Saharan tropical Africa. J Bio-
geogr 28:169–182.

24. Williams PH (1993) Measuring more of biodiversity for choosing conservation areas,
using taxonomic relatedness. International Symposium on Biodiversity and Conser-
vation, ed Moon T-Y (Korean Entomological Institute, Seoul), pp 194–227.

25. Venevsky S, Venevskaia I (2005) Hierarchical systematic conservation planning at the
national level: Identifying national biodiversity hotspots using abiotic factors in Russia.
Biol Cons 124:235–251.

26. Williams PH (1996) Measuring biodiversity value. World Conserv 1:12–14.
27. Ricketts TH, et al. (2005) Pinpointing and preventing imminent extinctions. Proc Natl

Acad Sci USA 102(51):18497–18501.
28. Cardillo M, Mace GM, Gittleman JL, Purvis A (2006) Latent risk and the future battle-

grounds of mammal conservation. Proc Natl Acad Sci USA 103:4157–4161.
29. Bramwell D (2002) How many plant species are there? Plant Talk 28:32–33.
30. Govaerts R (2001) How many species of seed plants are there? Taxon 50:1085–1090.
31. Paton AJ, et al. (2008) Towards target 1 of the Global Strategy for Plant Conservation: A

working list of all known plant species—progress and prospects. Taxon 57(2):602–611.
32. Williams PH, Humphries CJ, Gaston KJ (1994) Centres of seed-plant diversity: The family

way. Proc R Soc London Ser B 256:67–70.
33. Olson DM, et al. (2001) Terrestrial ecoregions of the world: A new map of life on earth.

BioScience 51:933–938.
34. Jetz W, Kreft H, Ceballos G, Mutke J (2009) Global associations between terrestrial

producer and vertebrate consumer diversity. Proc R Soc London Ser B 276(1655):269–278.
35. Duellman WE, Trueb L (1986) Biology of Amphibians (McGraw-Hill, New York).
36. Kreft H, Jetz W, Mutke J, Kier G, Barthlott W (2008) Global diversity of island floras from

a macroecological perspective. Ecol Lett 11(2):116–127.
37. Schluter D (2000) The Ecology of Adaptive Radiation (Oxford Univ Press, Oxford, UK).
38. Givnish TJ (1998) Adaptive plant evolution on islands: Classical patterns, molecular

data, new insights. Evolution on Islands, ed Grant PR (Oxford Univ Press, Oxford, UK),
pp 281–304.

39. Cronk QCB (1997) Islands: Stability, diversity, conservation. Biodivers Conserv 6:477–493.

40. Isaac NJB, Turvey ST, Collen B, Waterman C, Baillie JEM (2007) Mammals on the EDGE:
Conservation priorities based on threat and phylogeny. PLoS ONE 3:e296.

41. Kreft H, Jetz W (2007) Global patterns and determinants of vascular plant diversity.
Proc Natl Acad Sci USA 104:5925–5930.

42. Linder HP (2003) The radiation of the Cape flora, southern Africa. Biol Rev 78(4):597–638.
43. Goldblatt P, Manning JC (2002) Plant diversity of the Cape region of Southern Africa.

Ann Mo Bot Gard 89:281–302.
44. Cowling RM, Rundel PW, Lamont BB, Arroyo MK, Arianoutsou M (1996) Plant diversity

in Mediterranean-climate regions. Trends Ecol Evol 11(9):362–366.
45. Kier G, et al. (2005) Global patterns of plant diversity and floristic knowledge. J Bio-

geogr 32(7):1107–1116.
46. Barthlott W, Mutke J, Rafiqpoor MD, Kier G, Kreft H (2005) Global centres of vascular

plant diversity. Nova Acta Leopoldina 92(342):61–83.
47. Mutke J, Barthlott W (2005) Patterns of vascular plant diversity at continental to global

scales. Biologiske Skrifter 55:521–538.
48. Fjeldså J, Lovett JC (1997) Geographical patterns of old and young species in African

forest biota: The significance of specific montane areas as evolutionary centres.
Biodivers Conserv 6:325–346.

49. Gentry AH (1982) Neotropical floristic diversity: Phytogeographical connections be-
tween Central and South America, pleistocene climatic fluctuations, or an accident of
the Andean orogeny? Ann Mo Bot Gard 69:557–593.

50. Hughes C, Eastwood R (2006) Island radiation on a continental scale: Exceptional rates
of plant diversification after uplift of the Andes. Proc Natl Acad Sci USA 103(27):10334–
10339.

51. Sanderson EW, et al. (2002) The human footprint and the last of the wild. BioScience
52(10):891–904.

52. Millennium Ecosystems Assessment (2005) Ecosystems and Human Well-Being: Biodi-
versity Synthesis (World Resources Institute, Washington, DC).

53. Lee TM, Jetz W (2008) Future battlegrounds for conservation under global change.
Proc R Soc London Ser B 275:1261–1270.

54. Clavero M, García-Berthou E (2005) Invasive species are a leading cause of animal
extinctions. Trends Ecol Evol 20(3):110.

55. Blackburn TM, Cassey P, Duncan RP, Evans KL, Gaston KJ (2004) Avian extinction and
mammalian introductions on oceanic islands. Science 305(5692):1955–1958.

56. Buckley LB, Jetz W (2007) Insularity and the determinants of lizard population density.
Ecol Lett 10:481–489.

57. Ovadia O (2003) Ranking hotspots of varying sizes: A lesson from the nonlinearity of
the species-area relationship. Conserv Biol 17(5):1440–1441.

58. Brummitt N, Lughadha EN (2003) Biodiversity: Where’s hot and where’s not. Conserv
Biol 17(5):1442–1448.
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